
RNAsequencing with Illumina NextSeq 500TM

LIBRARY, SEQUENCINGRUN AND BIOINFORMATICS

HIGH TROUGHPUT GENE EXPRESSION PROFILING
FOR 6 AND 12 SAMPLES

• mRNA isolation from total RNA
• TruSeq stranded RNA library preparation
• Quantification and QC of library
• Sequencing of 1 x 75 / 2 x 150 nt with Illumina Next Seq 500TM
• Data delivery of FASTQ and bioinformatic analysis files via download

• Bioinformatic data analysis: RNA-Seq Alignment to reference 
 genomes1 (TopHat, FPKM/RPKM, Variants, Fusion)

• mRNA isolation from total RNA for 6 or 12 samples
• TruSeq stranded RNA library preparation
• Quantification and QC of library
• Sequencing of 2 x 150 nt with Illumina Next Seq 500TM
• Data delivery of FASTQ files via download

Price valid from the very first sample!

Services includes:

Services includes:

Output:

Output:

Optional:

• 50 mio SE reads2 (1 x 75 nt, 3.75 Gb)  for only 750,- €/sample
•  25 mio PE reads2 (2 x 150 nt, 3.75 Gb) for only 790,- €/sample
•  50 mio PE reads2 (2 x 150 nt, 7.5 Gb)  for only 990,- €/sample

• 25 mio PE reads2 (2 x 150 nt, 3.75 Gb) for only 450,- €/sample, 12 samples
•  25 mio PE reads2 (2 x 150 nt, 3.75 Gb) for only 550,- €/sample, 6 samples
•  50 mio PE reads2 (2 x 150 nt, 7.5 Gb)  for only 650,- €/sample, 12 samples
•  50 mio PE reads2 (2 x 150 nt, 7.5 Gb)  for only 750,- €/sample, 6 samples

Bioinformatic data analysis 1: RNA-Seq Alignment to reference 
genomes1 (TopHat, FPKM/RPKM, Variants, Fusion) 80,- €/sample
Bioinformatic data analysis 2: Pairwise comparison to identify 
differentially regulated genes with Cufflinks workflow 175,- €/comparison
Bioanalyzer check of RNA samples: 40,- €/sample

Prices without tax. Cannot be combined with other promotions or discounts. Valid until 31.03.2017. 


